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AMENDMENT 

In the Claims: 

Please amend claims 1-8, 10, 1 1, 15, 33, 38, and 39, and cancel claims 14 and 30, 
without prejudice or disclaimer. Also, please add new claims 40-48 as follows: 




(Amended) A method of detecting the presence of a target [BS106] 
olynucleotK te indicative of breast disease in a test sample, comprising: 



6^' 

\ / (a) contacting said test sample with at least one [BS 106-specific] reagent 

polynucleotide comprisihg at least about 10 nucleotides that (i) specifically bind, and (ii) 
have at least 90% identity witfr^a polynucleotide selected from the group consisting of 
SEQUENCE ID NO 1: SEOUENCfevID NO 2: SEQUENCE ID NO 3: SEQUENCE TP 
NO 4: SEQUENCE ID NO 5: and [or] cohylementg thereof; and 

(b) detecting the presence of said [t^get BS 1 06] target polynucleotide 
indicative of breast disease in the test sample[, whereiftssaid BS 1 06-specific 
polynucleotide has at least 50% identity to a polynucleotid^sdected from the group 
consisting of SEQUENCE ID NO 1, SEQUENCE ID NO 2, SE^H^NCE ID NO 3, 
SEQUENCE ID NO 4, SEQUENCE ID NO 5, and fragments or com^te^ents thereof]. 




2. (Amended) The method 
polynucleotide is attached to a soli< 





herein said target [BS106] 
rior to performing step (a). 



3>f4mended) A method for detecting mRNA of [BS106] a target polynucleotide 
indicative of breast^feease in a test sample, comprising: 

(a) perfi^^ with at least one primer in order to 
produce cDNA; 

(b) amplifying the cDNA obtained fromstep^a) to obtain an amplicon. said 
amplifying using [BS106 oligonucleotides as] sense and antisense primers wherein each 
primer com prises at least about 10 nucleotides that (i) specifically birafomd . fii) have at 
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^e5st^0% identity with a polynucleotide selected from the group consisting of 
SEOUE^SEIDNO 1: SEQUENCE ID NO 2: SEQUENCE ID NO 3: SEQUENCE ID 
NO 4; SEQUENCED NO 5: and complements thereof : [to obtain BS106 amplicon;] and 

(c) detecting the>r§sence of said [BS106] amplicon in the test sample, 
wherein [the BS106 oligonucleotides^utilized in steps (a) and (b) have at least 50% 
identity to a sequence selected from the group^onsisting of SEQUENCE ID NO 1, 
SEQUENCE ID NO 2, SEQUENCE ID NO 3, SEQlJENQE ID NO 4, SEQUENCE ID 
NO 5, and fragments or complements thereof] presence of theatoplicon indicates 
detection of the target polynucleotide indicative of breast disease irrfeetest sample . 




4. (Amended) The method of claim 3, wherein said ta 
test sample is reacted with a solid phase gjjpi^ojj^fBraiing one of steps (a), (b), or (c). 



5. (Amended) Ilje**riethod of claim wherein said [detection step] detecting 
comprises utilizkiga detectable label capable of generating a measurable signal. 

Amended) A method of detecting a target [BS106] polynucleotide indicative 
of breast diseate i n a test sample suspected of containing said target polynucleotide , 
comprising: \. 

(a) contactings^ test sample with at least one [BS106 oligonucleotide as a] 
sense primer and [with] at leasrbne [BS106 oligonucleotide as an] anti-sense primer 
wherein each primer comprises at leasbabout 10 nucleotides that (i) specifically bind, and 
(ii) have at least 90% identity with a polvnucteatide selected from the group consisting^ 
SEQUENCE ID NO 1: SEQUENCE ID NO 2: SEQUENCE ID NO 3; SEQUENCE ID 
NO 4; SEQUENCE ID NO 5: and complements thereof , ^i^nplifying to obtain a first 
stage reaction product; \. 

(b) contacting said first stage reaction product with at least ohe [other BS 1 06] 
oligonucleotide probe to obtain a second stage reaction product, with the proviso that the 
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[other B&106] oligonucleotide probe is (i) located 3' to the [BS106 oligonucleotides] 
sense and afotisense primers utilized in step (a) , (ii) [and is] complementary to said first 
stage reaction^fcroduc t wherein the probe comprises at least about 10 nucleotides that (0 
specifically bind, aid (iO have at least 90% identity with a polynucleotide selected from 
the group consisting^SEOUENCE ID NO 1: SEQUENCE ID NO 2; SEQUENCE ID 
NO 3; SEQUENCE ID ^S) 4; SEQUENCE ID NO 5; and complements thereof ; and 

(c) detecting said second stage reaction product as an indication of the 
presence of the target [BS106] polynucleotide indicative of breast disease in the test 
sample [. wherein the BS106 oligoniideotides utilized in steps (a) and (b) have at least 
50% identity to a sequence selected from" the group consisting of SEQUENCE ID NO 1, 
SEQUENCE ID NO 2, SEQUENCE ID N^, SEQUENCE ID NO 4, SEQUENCE ID 
NO 5, and fragments or complements thereof] > 



eotide in the 



7. (Amended) The method of claim 6, wherein said targ 
test sample is reacted with a solid phase priorjoj^fbfmmg one of steps (a), (b), or (c). 



8. (Amended^JHiglnethod of claim 6, wherein said [detection] detecting step 
compnsesjwtrt^Tng a detectable label capable of generating a measurable signal. 




1 OsXAinended) A test kit useful for detecting [BS 1 06] a target polynucleotide 
indicative of br&astdisease in a test sample, said test kit comprising a container 
containing at least onef^S106] reagent polynucleotide comprising at least about 10 
f nucleotides that (0 specificaliy%ind, and (iO have at least 90% identity with a 
1 polynucleotide selected from the erou^consisting of SEQUENCE ID NO 1: SEQUENCE 
ID NO 2; SEQUENCE ID NO 3: SEQUENCE-ID NO 4: SEQUENCE ID NO 5: and 
[having at least 50% identity to a sequence selected^m the group consisting of 
SEQUENCE ID NO 1, SEQUENCE ID NO 2, SEQUENCED NO 3, SEQUENCE ID 
NO 4, SEQUENCE ID NO 5, and fragments or] complements thereof 
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1>k (Amended) A purified polynucleotide [or fragment thereof derived from a 
BS106 gene, wherein said] comprising a polynucleotide [is capable of selectively 
hybridizing to the nncleic acid of said BS106 gene and has at least 50% identity to a 
sequence selected fronrth^group consisting of SEQUENCE ID NO 1, SEQUENCE ID 
NO 2, SEQUENCE ID NO VS^QUENCE ID NO 4, SEQUENCE ID NO 5, and 
fragments or complements thereof] having at least about 10 nucleotides that (i) 
specifically bind, and (ii) have at lea^O^identitv with a polynucleotide selected from 



the group consisting of SEQUENCE ID NO 1; SEQUENCE ID NO 3; and complements 
thereof . 





15. (Amended) A recombinant expression system comgrjskigli [nucleic acid] 
polynucleotide sequence that [includes an open readipg-^fame] encodes a polypeptide 
[derived from BS106] said polynucleot^3^tience operably linked to a control sequence 
compatible with a desired host, whefem {md [nucleic acid] polynucleotide sequence 
encodes a polypeptide rhas^at least 50% identity to a sequence selected from the group 
consisting of S^QU^NCE ID NO 1, SEQUENCE ID NO 2, SEQUENCE ID NO 3, 
SEQUE^fC^ID NO 4, SEQUENCE ID NO 5, and fragments or complements thereof] of 
at/tgast 8 contiguous amino acids derived from SEQUENCE ID NO: 16 . 

(Amended) A composition of matter comprising a [BS106] polynucleotide 
fragment mSr©Qf], wherein said polynucleotide has at least [50% identity to a 
n6lynucleotide selected^OHj^the group consisting of SEQUENCE ID NO 1, SEQUENCE 
ID NO 2, SEQUENCE ID NO VSEQUENCE ID NO 4, SEQUENCE ID NO 5, and 
fragments or complements thereof] about Tthmcleo tides that (T) specifically bind, and (ii) 



selecfed-fri 



qm the group consisting of 



have at least 90% identity with a polynucleotide 



SEQUENCE ID NO 1; SEQUENCE ID NO 3; and complements^heceof . 




38. (Amended) [A] An isolatea j&tejor fragment thereof] which codes for a 
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[BS106] protein , said protein comprising [which comprisgsj-arf^nino acid sequence with 
at least [50%] 90% identity with SEQUEN£KfNO 16. 

39. ( AmendedH^f An isftMed gene [or fragment thereof] comprising DNA 
having at lepfrtfm] 90% identity with SEQUENCE ID NO 4 or SEQUENCE ID NO 5. 



--40. The method of claim 1, wherein said reagent polynucleotide compptfes at 
least about 12 nucleotides. 

41. The method of claim 1, wherein said reagent polynucleotide comprises at 
least about 15 nucleotides. 

42. The method of claim 1, wherein said regent polynucleotide comprises at 
least about 20 nucleotides. 

43. The purified polynucleotide of claim 11, wherein said polynucleotide 
comprises a polynucleotide sequ^c^of at least about 12 nucleotides. 

44. The purified polynucleotide of claim 11, wherein said polynucleotide 
comprises a polynucleotide sequence of at least about 15 nucleotides. 

45. Th^purified polynucleotide of claim 11, wherein said polynucleotide 
comprises ^polynucleotide sequence of at least about 20 nucleotides. 



'46. The recombinant expression system of claim 15, wherein said polynucleotide 
sequence encodes a polypeptide of at least 10 contiguous amino acids derived from 
iQUENCEIDNO:16. 
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47. The recombinant expression system of claim 15, wberettTsaid polynucleotide 
sequence encodes a polypeptide of at least 15 contiguduTamino acids derived from 
SEQUENCE ID NO: 16. OPY^^ 

48. The re^pntmnant expression system of claim 15, wherein said polynucleotide 
sequenceg»c6des a polypeptide of at least 20 contiguous amino acids derived from 
SpQttENCE ID NO: 16.-- 

REMARKS 

Introductory Comments 

Claims 1-39 are pending. Claims 17-29, 31, 32, 34, 36 and 37 have been 
withdrawn from consideration. Claims 1-16, 30, 33, 35, 38 and 39 have been examined 
on the merits. Claims 14 and 30 have been canceled by this amendment. New claims 40- 
48 have been entered by this amendment. 

The Examiner has rejected claims 14 and 30 under 35 U.S. C. §112, first 
paragraph, asserting that the claims contain subject matter which was not described in the 
specification in such a way as to reasonably convey to one skilled in the relevant art that 
the inventor(s), at the time the application was filed, had possession of the claimed 
invention. 

The Examiner has rejected claims 1-16, 30, 33, 35, 38 and 39 under 35 U.S.C. 
§112, second paragraph, asserting that the claims are indefinite for failing to particularly 
point out and distinctly claim the subject matter which the applicant regards as the 
invention. 

The Examiner has rejected claim 1 1-16, 33, 38 and 39 under 35 U.S.C. §102(b) 
asserting that the claim is anticipated by Adams, et al.,(GENBANK accession no 
AA340069, from Nature 377 (6547 Suppl.) 3-174 (1995)) and by Hillier, et al. 
(Accession no. R75793, 1995). 

The Examiner has rejected claims 1-10 and 35 under 35 U.S.C. §103(a) as being 



